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Abstract

As research in the mechanism of glioma development and progression advances, more and more tumor markers are used

for the precise diagnosis of glioma, including circulating tumor cells, circulating tumor DNA, microRNA, and exosome. The newly e-

merging technique, liquid biopsy, shows features differing from pathological tissue biopsy. Through detecting specific tumor markers in

body fluids like blood and cerebrospinal fluid, liquid biopsy provides a less invasive but valuable way to diagnose glioma, clarify how it

spreads, unravel its heterogeneity, design individualized treatment, and evaluate therapeutic effect.
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